Real-time monitoring
of proteins, peptides,
nucleic acids, and
chromophores

Rapid creation of
trace comparisons
for easy analysis
across multiple
purification runs

Customizable
chromatogram layouts
with viewing and data
analysis options

Simplified method
optimization and
multistep automation
with scouting and
tandem templates

VNC remote system
control for flexibility
and peace of mind

U.S. FDA 21 CFR

Part 11 compliance with
ChromLab Software,
Security Edition

Multisystem control
from a single PC

Easy data storage on
a centralized database
with ChromLab
Software, User
Management Edition

Edit on the fly during
a method run

ChromLab Software

Comprehensive Protein Purification Control

ChromLab Software is the integrated software package for the NGC Chromatography System.

It controls all functions for laboratory-scale protein purification, including instrument setup and
calibration, method development, real-time monitoring and system control, chromatogram comparison,
and rapid data analysis.

Intuitive Graphical Interface
All key functions are readily accessible from the home screen where you can easily navigate
among system control, method development, and data analysis options.

System Control Method Editor

Il‘ Run system in manual mode ! Open a method template h A Gpen a run of multiple runs to create
a trace comparisan
Manual Run Open Template Open Run
A Open an analyzed run or trace
Calibrate pumps or detectors Review, edit, or run a method etingirtia
Calibration Open Method Open Analysis
‘ [
CONNECTED to NGC i Create a method I Browse and manage data
New Method Browse Data
| Recent Completed Runs Recent Methods Recent Runs/Analyses
= : 2 DIt STTY Scut Final %810




Ultimate Flexib!

ility

ChromLab Software provides the flexibility of collecting fractions where and how you want. Determine the collection rack type and rack
position to easily visualize your collection scheme for an entire method.

Need to make changes during a method? Now you can with edit-on-the-fly capabilities.

Customize your vessel
collection configuration
from the rack selection
library

3 Schedule Runca NGC

System Name:
| Method Name: |test6
Run Neme: Run 01
Notes:
Mutiple Runs

Fraction Placement:

[ Nacre s | NGEFC2 | Outiet Vaive

ey .@

Optimize collection with the

Start End Estmated  Max 9
| Jukocadonnlalonoos) Covtiani S (W) ability to quickly change the
|'on *ors 5 1000f c y q . y 9
3 Confiqure Racks and Fractions in Tray =@ % o n 1 50| starting location
|'en 3 2 20
Arrange Tray | Start Position | |'P11 P1/40 40 025
Drag rack on the racks buttorf to arrange the racks in the tray l Delay volume:
Method Racks FCLNGC FC: 862
FC2 NGC FC: 862 pl
’ 13mm Outlet: 560 il .
e Take advantage of collection
) Addional Racks 1 'Q 4 el b compits flexibility with the option
|| i .1 She o ieedt to collect each phase into
| dammrism ( 7 | different types of vessels
L J
Wem/om | (&
f 1 Fraction Collection Scheme [/] Enable ~ © NGCFC () Outlet Valves
‘ 2 i microtube
- < Collection Schemes Threshold Collection Options
8%
\,.,:v'... © Collect All Signal  Trigger | Slope (MAU/CV) | Intensity (mAU) | Peak Width (CV)
f Stat | A3 (280 nm) | intensi ~| s00 |0 |1
{{a8-wett P3 P4 @ Threshold ¢ ) il Y |
| micropiare End A1 (215 nm) Intensity NE 0 1
(o © Collection Windows 22 (255 nm)
| microptate| A3 (280 nm) | Start Location | Fraction Size (mi) | Pattern Collect based
[ Above Thi *C;::s"" nm) iate ~ Next Tube ~ 1025 Serpentine th tri
| Below Tf 1 uetity - Next Tube Serpentine on these trigger
A options —
%B
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- > Collect All | Signal | Trigger Slope (MAU/CV) | Intensity (mAU) | Peak Width (CV)
— Stat | A3(280 ~ | Inter i soo o 1
| Help Concel | © Threshold (20 nm) ntensty T :
End A3 (280 nm) ~ | Intensity 0 1
© Collection Windows Slope
| Rack Intensity Or Siope Start Location | Fraction Size (ml) | Pattern
Above Threshold  86-well microgIMensity +Siope NetTube - |025 Serpentine
Below Threshold  Waste ~ Next Tube Serpentine
[T Po—
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@i ; z
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At Pumge Systam Puamp — [ Natsip | [woBuoton] © 2% 5ot 5 aee NeTube [Method Conich
Current Flow Rats 1500 8 Find %8 Volume 0V R - —
; . S| Y et Do e [ Sampl et | nfoc | 591 | pi | Gt Wexisiws | [Zaotumine] @251 [ Colt] |9 Advarcu| Ned Tobe
Mlew Flow Rt 1500 [ [ 0 922 &
=2 Mo bl 0 b B2 Flow Rate . s ; ] "i Comena fraction Sze: 000
Y j—} Gear [ Aoty | P New Fraction Size ™
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@ . =
- L
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Exert ultimate system control

15

with the ability to edit on the
fly and save as a new method
during current run
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Convenient Touch-Screen Control

The instrument control interface is touch-screen optimized to allow access to all pertinent information, manual control, and routine
calibration of the NGC System. Assign air sensor positions and fine tune air detection by setting the detectable bubble size to prevent
unnecessary stops in your purification method.

[i9]

Calibrate
Point-to-Plumb

Change Fluidic Scheme...
Map Fluidic Scheme...
System Settings...

System Information...

Service...
@ Help...
(TP S —_— About... |
§ Shut down
) Exit
1
I
:“ i _llﬁl‘.f S
f ~— el e - B

e 36psi
° 0.0%B

® 0.000 ml/min

wast

o )

PR R )
Cotom Votumme = 0.5 et

o A1 (215 nm): Standby
o A2 (255 nm}): Standby

noe R [

e

Eraction Collector Viewer

o Port:

@ Volume:

© Ports Remaining:

o Delay Vol. (Outlet): Off

o A3 (280 nm: y 8
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Buffer System R R Mumber of Wavelengths 4 =
Acetate | Select | Conc 0100 M ¥ Buller Sample Port Tube Disneter: |00 "] -
Grodinrt Tyoe [GERT] gH 470 '@ SmmPurpd -] || Tubelengn e Wavelength 1 EISE nm
139-54) . Bufler A3 Smab Lange [
Fow Conte 4w el e, Wavelength2 255 [2] nm
Flow Rate [0.002-20] 1.000 mifmin i ® T
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Simplified Configuration

Module mapping helps configure the system to minimize tubing length and dead volume. Easily place modules where they are
needed, and in a few simple steps the system is plumbed and ready to use. The mapping feature seamlessly associates the system

configuration with the application.

" Fluidic Scheme Mapping

(=

Fluidic Scheme: NGC Discover Pro

Instrument Map

Unmap ‘I

Fraction Collectors

Verify that the module location in the fluidic
| scheme pane is mapped to its relative location
| in the instrument map pane and save the

mapping.

s
.
o
d_ll

Save H Cancel ]
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Streamlined Method Development
Methods are created based on functional phases so the user can easily build a method from scratch — no block programming required.
Dynamic method creation, using drag-and-drop phases, allows rapid generation and modification of any method outline according to user
protocol requirements. Different aspects of the NGC System setup process are easily accessible from one location.

The method template is constructed based on the method phases, which are compiled in a logical workflow. A prepopulated column library
with key column information, including column dimensions, maximum pressure ratings, and recommended flow rates, minimizes the risk of
overpressuring and damaging a column. In addition, custom user-defined columns can easily be added to the column library.

Tampiate s
e tashange
o Enchanga . Sutr Barcirg

[ ]
Lot Upsated Syvam Debrad
1342018 1043 A4 v
1343015 1043 AM v

Prepopulated with
method templates
conveniently grouped
by technique

Incorporates an
interactive elution
profile to aid in
visualization

(S |

¥ Chromlab (Beta)
File Edit View Tools Help

System Control

Open Template

B New Open

iy =

i

oby

Column Position

Show By Techniqus

( - -~
Method | uv | Con 1 1 e
Outline * % I © pH 4. .
x| o | W/ e
1: Fuidic Scheme
[ NGC Discover Fro T FnMame | Mo i
Method Column Selection Fraction Collection
Steps
@® Single Column O Mutiple Columns @ NGCFC () BioFrac

Device Type: | Outlet Valve, and NGC FC (Rack: 13 mm)

| Bypass

| Arion Exchange

Flow

Pump Head Type

Flow Rete: (4000 2] [0.002:20] ml/min

i~ Macro-Prep DEAE. 1ml
:-- Macro-Prep DEAE, 5mi

—
Column Type [ewena, 10100 mm oy
= = [ Control the flow to avoid overpressure
Column Volume: 785 <ml O Fio
[] Detect end of buffer with Air Sensor
Max Pre-Column Pressure: psi
Max Deka-Column Pressure: psi Buffer Selection
O Manualy Prepared Buffer via  Blending Valve ~
Muti Wave UV-Vis Detector Seftings Uit Selection
Number of Wavelengihs Method Base Unit:  [=d ol
Wavelength 1 215 [] rm
& Bio-Had Fer Blending
Wavelength 2 m = B
i ENrich Q. 10/100 mm s Select Buffer
Wavelength 3 am ' ENrich Q. 5/50
§ mm
N ) 8.10 + [73-88] Concentration: 0.050 |+ M
Wavslengin 4 m i Foresight Nuvia G. 1mi b=
. Foresight Nuvia Q. 5ml
+ Foresight UNOsphere Q, 1ml
i+~ Foresight UNCsphere Q, 5ml

' Add User Defined Column

- -

Column Name™

Manufacturer

Technique”

Column Volume [mi]*

Column Diameter [cm]

Column Bed Height [cm]

Max pre-column pressure [psi]”
Max delta-column pressure [psi]®
Recommended Flow Rate [ml/min]
Max Flow Rate [ml/min]”
Recommended Linear Flow Rate [cm/h]
Max Linear Flow Rate [cm/h]

Void Volume [mi]

[atfinity -

i~ Macro-Prep High @, 1 ml
i Macro-Prep High Q. Sml
i~ UNO Q Polishing, 0.16 ml
~-uUNOQ, Tml
- UNO @, 12ml

Average Particle Diameter [um]
Recommended pH Range
Recommended Molecular Weight Range [Mr]

- UNO Q. Emil

L UNQsphere Q, 1mi

- UNOsphere Q, 5mi
@ Others

* Required Fields

Help

(e (e
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Method Optimization: Scouting

The Scouting Wizard in ChromLab Software helps determine optimal purification conditions in an automated, systematic manner.

Scout one parameter at a time or multiple variables. In one method, screen up to 384 samples while scouting different sample volumes,
columns, buffers, flow rates, or elution profiles. The buffer blending valve automates optimal buffer formation over a range of pH and salt
concentrations using prepopulated buffer recipes, accelerating the method development process.

RF Multvarable Scouting - Method S
Run Count | Show Rows % Phase 075
3 10 ° 5
perTable Auts Fill gResetColumn | K€ <> 3> | =g
Runs View Edit Column Navigation Phases
“ Run Name
Run # | Run Name 3F Multivariable Scouting Phase Sele..  — O X
1 Mvsoot
2 Mvson2 M
= Toveos Select Phases to Scout:
Scout /\j}\ -
~ Flow Rate = |Phase Name 5
Run # | Flow Rate {ml/min) /\,T/—/\
v Method Settings
1 1500
1 Equilibration
2 1500 2 Sample Application
3 1,500 3 | Column Wash o] ﬁ \
~ Buffer Selection 4 Elution
Run# | pH 5 Column Wash (=] /—,A}\/ \ %-
1 810
2 810 .
: = - /N \
Flow Rate Pump flow rate 70
%B Initial or final %B in a linear gradient step or %B in a gradient step >
Duration  Length of the step duration (m, CV, time) Column volume, CV
& pH Buffer blending pH valve (requires buffer blending valve)
Column  Column position (requires column switching valve)
Sample  Sample volume applied to column either through a loop or directly from a sample pump
n ||

Automated Multidimensional Purification Techniques
ChromLab Software also includes preprogrammed multistep purification templates that allow automation to minimize hands-on time and
maximize efficiency and productivity. These templates can be edited to fit specific user requirements.

(1] (2 (3) .
0] X i e i 525 | v | oo | i s

AC-1 Sample
Application (SP)
0 Load sample onto
Protein A column

e Elute polyclonal antibody (pAb)
from Protein A column and
capture onto sample loop

e Sequentially inject pAb from
sample loop onto the size
exclusion column (SEC).
The peaks show monomer
and aggregate separation

Foskbamguson (54 ourte

[oaam [ anvam | o | mwns

= aeee
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Streamlined Data Analysis

ChromLab Software is based on intuitive functions and advanced tabular control to ensure seamless data integration analysis.
Functions include peak integration, fraction heat maps to help locate proteins of interest, and protein quantitation calculations — a true
one-click experience. Determine molecular weight of proteins when using a designated SEC calibration curve.

0 Single-click chromatogram overlay and
peak integration allow effortless analysis
and comparison of multiple run files*
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e Fraction heat maps highlight fractions
containing proteins of interest, allowing
researchers to confidently pool fractions

e Instant data analysis and tabulation
display protein concentration and purity
of each fraction

* To ensure continuity, researchers can use ChromLab Software to import UNICORN 5 and 6 result files for analysis.
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Innovative Solutions
= Remote monitoring and control from any networked device for
flexibility and peace of mind

= Email notifications upon run completion or midrun if something
unexpected occurs

= Real-time monitoring of active fluidics path with Point-to-Plumb
LEDs, system touch screen, and ChromLab Software

= Multiple system control saves valuable laboratory space; run
multiple NGC Systems with 1 computer

= Column Performance Tests ensure reproducibility and monitor
performance

= Easy and accurate documentation with Method and Run Reports

= All relevant data can be kept together by attaching files to run,
including gel documentation

Stringent Standards for IT and Regulatory Requirements

= Security compliance

= U.S. FDA 21 CFR Part 11 compliance Ordering Information
= Installation qualification/operational qualification (IQ/OQ) Catalog # Description
= Microsoft SQL database 12009390 ChromLab Software, Standard Edition, 1 license
User, group, and NGC System management 7886001 ChromLab Software, Security Edition, 1 license

- 9 P Y 9 7886003 ChromLab Software, Security Edition, 3 licenses

: 7886005 ChromLab Software, Security Edition, 5 licenses
License-Controll ntral Dat ’ '

ce s,e, Contro Ed, Central Database . 17000099 ChromLab Software, User Management Edition, 1 license
In addition to multiple system control, the User Management Edition 17000098 ChromLab Software, User Management Edition, 3 licenses
enables ChromLab users to share data on multiple computers, with 17000097 ChromLab Software, User Management Edition, 5 licenses

other users, and from different NGC Systems. While all connected

computers can view the chromatogram and fluidic scheme of the  vigit bio-rad.com/web/ChromLabSoftware1 for more information.
active system, only one computer controls the system. Methods,

runs, and analyses are saved to the shared ChromLab database. , , , )
. . Bio-Rad, Macro-Prep, and UNO are trademarks of Bio-Rad Laboratories, Inc. in
User access levels can be set to ensure data integrity. certain jurisdictions. All trademarks used herein belong to their respective owners.
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